
scientific_name accession 

Homo sapiens GCA_041899985.1 

Microcystis aeruginosa nies-843 GCA_000010625.1 

Anaplasma phagocytophilum str. hz GCA_000013125.1 

Methanopyrus kandleri av19 GCA_000007185.1 

Homo sapiens GCA_042029495.1 

Brucella abortus bv. 1 str. 9-941 GCA_000008145.1 

Homo sapiens GCA_041900085.1 

Pyrococcus horikoshii ot3 GCA_000011105.1 

Homo sapiens GCA_042028705.1 

Methanothermobacter thermautotrophicus str. delta h GCA_000008645.1 

Homo sapiens GCA_044165025.1 

Candidatus koribacter versatilis ellin345 GCA_000014005.1 

Fusobacterium nucleatum subsp. nucleatum atcc 25586 GCA_000007325.1 

Tremarctos ornatus GCA_028551375.1 

Myotis daubentonii GCA_963259705.2 

Geobacter sulfurreducens pca GCA_000007985.2 

Neisseria meningitidis z2491 GCA_000009105.1 

Leptospira interrogans serovar lai str. 56601 GCA_000092565.1 

Phytophthora ramorum GCA_020800235.1 

Natronomonas pharaonis dsm 2160 GCA_000026045.1 

Treponema pallidum subsp. pallidum str. nichols GCA_000008605.1 

Thermotoga maritima msb8 GCA_000008545.1 

Proteus mirabilis hi4320 GCA_000069965.1 

Homo sapiens GCA_042037445.1 

Coxiella burnetii rsa 493 GCA_000007765.2 

Listeria monocytogenes egd-e GCA_000196035.1 

Homo sapiens GCA_042027495.1 

Pyrobaculum aerophilum str. im2 GCA_000007225.1 

Magnaporthe oryzae 70-15 GCA_000002495.2 

Danio rerio GCA_033170195.3 

Shigella dysenteriae sd197 GCA_000012005.1 

Phytophthora ramorum GCA_020800215.1 

Nitrosopumilus maritimus scm1 GCA_000018465.1 

Aquifex aeolicus vf5 GCA_000008625.1 

Salinibacter ruber dsm 13855 GCA_000013045.1 

Haloferax volcanii ds2 GCA_000025685.1 

Myotis nattereri GCA_964212035.2 

Homo sapiens GCA_042037885.1 



Bacteroides thetaiotaomicron vpi-5482 GCA_000011065.1 

Helicobacter pylori 26695 GCA_000008525.1 

Homo sapiens GCA_042026455.1 

Mycoplasmoides pneumoniae m129 GCA_000027345.1 

Thermoplasma acidophilum dsm 1728 GCA_000195915.1 

Rhodopirellula baltica sh 1 GCA_000196115.1 

Methanospirillum hungatei jf-1 GCA_000013445.1 

Escherichia coli str. K-12 substr. MG1655 str. K12 GCA_000005845.2 

Mesoplasma florum l1 GCA_000008305.1 

Homo sapiens GCA_042030125.1 

Rickettsia prowazekii str. madrid e GCA_000195735.1 

Streptococcus pneumoniae tigr4 GCA_000006885.1 

Chlamydia trachomatis d/uw-3/cx GCA_000008725.1 

Homo sapiens GCA_043304535.1 

Pipistrellus nathusii GCA_964656225.2 

Saccharolobus solfataricus p2 GCA_000007005.1 

Homo sapiens GCA_042037875.1 

Leuconostoc mesenteroides subsp. mesenteroides atcc 8293 GCA_000014445.1 

Thermanaerovibrio acidaminovorans dsm 6589 GCA_000024905.1 

Xanthomonas campestris pv. campestris str. atcc 33913 GCA_000007145.1 

Prochlorococcus marinus subsp. marinus str. ccmp1375 GCA_000007925.1 

Lactiplantibacillus plantarum wcfs1 GCA_000203855.3 

Pasteurella multocida subsp. multocida str. pm70 GCA_000006825.1 

Buchnera aphidicola str. aps (acyrthosiphon pisum) GCA_000009605.1 

Methanocaldococcus jannaschii dsm 2661 GCA_000091665.1 

Methanococcus maripaludis s2 GCA_000011585.1 

Haemophilus influenzae rd kw20 GCA_000027305.1 

Chloroflexus aurantiacus j-10-fl GCA_000018865.1 

Thermococcus kodakarensis kod1 GCA_000009965.1 

Yersinia pestis biovar microtus str. 91001 GCA_000007885.1 

Rhizobium johnstonii 3841 GCA_000009265.1 

 


